eel) ax 
ELSEVIER 


Gene 184 (1997) 307-309 


GENE 


AN INTERNATIONAL JOURNAL ON 
GENES AND GENOMES 


Author Index Vol. 184 (1997) 


Albig, W., Meergans, T. and Doenecke, D. 
Characterization of the H1.5 gene completes the set of human H1 
subtype genes (184) 141 

Alonso, J.C., see Chai, S. (184) 251 

Anamnart, S., Tomita, T., Fukui, F., Fujimori, K., Harashima, S., 
Yamada, Y. and Oshima, Y. 
The P-OLEI gene of Pichia angusta encodes a A9-fatty acid desatur- 
ase and complements the ole] mutation of Saccharomyces cerevisiae 
(184) 299 

Angermayr, K., see Haas, H. (184) 33 

Asher, J.H., Jr., see Liang, Y. (184) 163 

Askew, D.S., see Li, J. (184) 169 


Baensch, M., see Hennecke, M. (184) 263 

Bagshaw, J.C. and Buckholt, M.A. 
A novel satellite/microsatellite combination in the genome of the 
marine shrimp, Penaeus vannamei (184) 211 

Bagyan, I., see Shchepetov, M. (184) 133 

Baka, I.D., see Ninkina, N.N. (184) 205 

Barroso, G., see Gonzalez, P. (184) 55 

Bautsch, W., see Hennecke, M. (184) 263 

Baybutt, H. and Manson, J. 
Characterisation of two promoters for prion protein (PrP) gene 
expression in neuronal cells (184) 125 

Beck, K.-F., see Roder, K. (184) 21 

Benovic, J.L., see Gagnon, A.W. (184) 13 

Birley, A.J., see Renwick, P.J. (184) 155 

Bradbury, A., see Bruno, R. (184) 121 

Bruno, R. and Bradbury, A. 
A natural longer glycine-rich region in IKe filamentous phage con- 
fers no selective advantage (184) 121 

Buchman, V.L., see Ninkina, N.N. (184) 205 

Buckholt, M.A., see Bagshaw, J.C. (184) 211 

Butel, J.S., see Lednicky, J.A. (184) 189 


Canaple, L., Decoville, M., Leng, M. and Locker, D. 
The Drosophila DSP1 gene encoding an HMG 1-like protein: geno- 
mic organization, evolutionary conservation and expression (184) 
285 

Casselton, L.A., see Chaure, P.T. (184) 185 

Chai, S., Szepan, U. and Alonso, J.C. 
Bacillus subtilis bacteriophage SPP1 terminase has a dual activity: 
it is required for the packaging initiation and represses its Own 
synthesis (184) 251 

Champagne, A.-M., Dufresne, C., Viney, L. and Guéride, M. 
Cloning, sequencing and expression of the two genes encoding the 
mitochondrial single-stranded DNA-binding protein in Xenopus 
laevis (184) 65 

Chang, C.-C., see Liang, Y. (184) 163 

Chaure, P.T., Casselton, L.A. and Connerton, I.F. 
Molecular analysis of the isocitrate lyase gene (acu-7) of the mush- 
room Coprinus cinereus (184) 185 

Chen, H., see Liang, Y. (184) 163 


Chinpaisal, C., Lee, C.-H. and Wei, L.-N. 
Studies of the mouse Rab geranylgerany] transferase B subunit: gene 
structure, expression and regulation (184) 237 

Chyu, G., see Shchepetov, M. (184) 133 

Connerton, I.F., see Chaure, P.T. (184) 185 

Crocquet-Valdes, P., see Yu, X.-J. (184) 149 

Cundliffe, E., see Gandecha, A.R. (184) 197 

Cutting, S., see Shchepetov, M. (184) 133 


Decoville, M., see Canaple, L. (184) 285 

Doenecke, D., see Albig, W. (184) 141 

Donnenberg, M.S., Lai, L.-C. and Taylor, K.A. 
The locus of enterocyte effacement pathogenicity island of entero- 
pathogenic Escherichia coli encodes secretion functions and rem- 
nants of transposons at its extreme right end (184) 107 

Dufresne, C., see Champagne, A.-M. (184) 65 


Ehrlich, R., see Strauss, D. (184) 279 
Elroy-Stein, O., see Strauss, D. (184) 279 


Fletcher, S., see Kay, P.H. (184) 45 
Friedman, T.B., see Liang, Y. (184) 163 
Fujimori, K., see Anamnart, S. (184) 299 
Fukui, F., see Anamnart, S. (184) 299 


Gagnon, A.W. and Benovic, J.L. 
Identification and chromosomal localization of a processed pseu- 
dogene of human GRK6 (184) 13 

Gandecha, A.R., Large, S.L. and Cundliffe, E. 
Analysis of four tylosin biosynthetic genes from the ty/LM region of 
the Streptomyces fradiae genome (184) 197 

Gonzalez, P., Barroso, G. and Labarére, J. 
DNA sequence and secondary structure of the mitochondrial small 
subunit ribosomal RNA coding region including a group-IC2 
intron from the cultivated basidiomycete Agrocybe aegerita (184) 55 

Goodwin, G.H. 
Isolation of cDNAs encoding chicken homologues of the yeast 
SNF2 and Drosophila Brahma proteins (184) 27 

Guéride, M., see Champagne, A.-M. (184) 65 

Gunnewiek, J.M.T.K., see Nelissen, R.L.H. (184) 273 

Gutker, D., see Wery, J. (184) 89 


Haas, H., Angermayr, K. and St6ffler, G. 
Molecular analysis of a Penicillium chrysogenum GATA factor 
encoding gene (sreP) exhibiting significant homology to the 
Ustilago maydis urbs1 gene (184) 33 

Hamlin, J.L., see Lee, H. (184) 177 

Harada, H., see Yang, H. (184) 83 

Harashima, S., see Anamnart, S. (184) 299 

Harmon, D., see Kay, P.H. (184) 45 

Hay-Schmidt, A., see Sharman, A.C. (184) 99 

Hennecke, M., Kola, A., Baensch, M., Wrede, A., Klos, A., Bautsch, W. 
and K6hl, J. 

A selection system to study CS5a—CSa-receptor interactions: Phage 
display of a novel C5a anaphylatoxin, Fos-C5a“"*?’ (184) 263 


» 


308 


Holland, P.W.H., see Sharman, A.C. (184) 99 
Hultén, M.A., see Renwick, P.J. (184) 155 


Isoai, A., see Kawahara, H. (184) 245 
Ito, T., see Kito, K. (184) 73 


Jacobsen, P.F., see Kay, P.H. (184) 45 
Jafar, S., see Lednicky, J.A. (184) 189 


Kamada, H., see Yang, H. (184) 83 

Kato, H., see Liu, D.-W. (184) 221 

Kawahara, H., Isoai, A. and Shizuri, Y. 
Molecular cloning of a putative serotonin receptor gene from bar- 
nacle, Balanus amphitrite (184) 245 

Kay, P.H., Harmon, D., Fletcher, S., Ziman, M., Jacobsen, P.F. and 
Papadimitriou, J.M. 
Variation in the methylation profile and structure of Pax3 and Pax7 
among different mouse strains and during expression (184) 45 

Kito, K., Ito, T. and Sakaki, Y. 
Fluorescent differential display analysis of gene expression in 
differentiating neuroblastoma cells (184) 73 

Klos, A., see Hennecke, M. (184) 263 

KOhl, J., see Hennecke, M. (184) 263 

Kola, A., see Hennecke, M. (184) 263 

Komeda, Y., see Yang, H. (184) 83 


Labarére, J., see Gonzalez, P. (184) 55 

La Fontaine, S. and Rood, J.I. 
Physical and genetic map of the chromosome of Dichelobacter nodo- 
sus strain A198 (184) 291 

Lai, L.-C., see Donnenberg, M.S. (184) 107 

Lambermon, M.H.L., see Nelissen, R.L.H. (184) 273 

Large, S.L., see Gandecha, A.R. (184) 197 

Larner, J.M., see Lee, H. (184) 177 

Lednicky, J.A., Jafar, S.. Wong, C. and Butel, J.S. 
High-fidelity PCR amplification of infectious copies of the complete 
simian virus 40 genome from plasmids and virus-infected cell lysates 
(184) 189 

Lee, C.-H., see Chinpaisal, C. (184) 237 

Lee, H., Larner, J.M. and Hamlin, J.L. 
Cloning and characterization of Chinese hamster p53 cDNA (184) 
177 

Leng, M., see Canaple, L. (184) 285 

Li, J., Rhodes, J.C. and Askew, D.S. 
Evolutionary conservation of putative functional domains in the 
human homolog of the murine His-1 gene (184) 169 

Liang, Y., Chen, H., Asher, J.H., Jr., Chang, C.-C. and Friedman, T.B. 
Human inner ear OCP2 cDNA maps to 5q22-5q35.2 with related 
sequences on chromosomes 4p16.2-4p14, 5p13-5q22, 7pter-q22, 10 
and 12p13-12qter (184) 163 

Liao, L. and Vorce, R.L. 
Use of an alternate splice donor site in the human GAP gene is 
responsible for synthesis of the p100 isoform (184) 39 

Liu, D.-W., Kato, H. and Sugane, K. 
The nucleotide sequence and predicted secondary structure of small 
subunit (18S) ribosomal RNA from Spirometra erinaceieuropaei 
(184) 221 

Locker, D., see Canaple, L. (184) 285 

Loftus, B. and Rogers, M. 
Characterization of a prion protein (PrP) gene from rabbit; a species 
with apparent resistance to infection by prions (184) 215 


Manson, J., see Baybutt, H. (184) 125 
Martinez-Izquierdo, J.A., see Vicient, C.M. (184) 257 
Meergans, T., see Albig, W. (184) 141 


Nelissen, R.L.H., Gunnewiek, J.M.T.K., Lambermon, M.H.L. and 
Venrooij, W.J.V. 
Cloning and characterization of two processed pseudogenes and the 
cDNA for the murine U1 snRNP-specific protein C (184) 273 
Ninkina, N.N., Baka, I.D. and Buchman, V.L. 
Rat and chicken s-rex/NSP mRNA: nucleotide sequence of main 
transcripts and expression of splice variants in rat tissues (184) 205 


O’Brien, K., Otto, K. and Rao, R.N. 
Construction and characterization of a one-plasmid system for the 
controlled expression of genes in mammalian cells by tetracycline 
(184) 115 

Oshima, Y., see Anamnart, S. (184) 299 

Otto, K., see O’Brien, K. (184) 115 


Papadimitriou, J.M., see Kay, P.H. (184) 45 

Parmley, S.F., see Yang, S. (184) 1 

Poch, O. 
Conservation of a putative inhibitory domain in the GAL4 family 
members (184) 229 


Rao, R.N., see O’Brien, K. (184) 115 

Renniers, A.C.H.M., see Wery, J. (184) 89 

Renwick, P.J., Birley, A.J. and Hultén, M.A. 
Study of Alu sequences at the hypoxanthine phosphoribosyltrans- 
ferase (hprt) encoding region of man (184) 155 

Rhodes, J.C., see Li, J. (184) 169 

Roder, K., Wolf, S.S., Beck, K.-F., Sickinger, S. and Schweizer, M. 
NF-Y binds to the inverted CCAAT box, an essential element for 
cAMP-dependent regulation of the rat fatty acid synthase (FAS) 
gene (184) 21 

Rogers, M., see Loftus, B. (184) 215 

Rood, J.I., see La Fontaine, S. (184) 291 


Saitou, T., see Yang, H. (184) 83 

Sakaki, Y., see Kito, K. (184) 73 

Schweizer, M., see Roder, K. (184) 21 

Sharman, A.C., Hay-Schmidt, A. and Holland, P.W.H. 
Cloning and analysis of an HMG gene from the lamprey Lampetra 
fluviatilis: gene duplication in vertebrate evolution (184) 99 

Shchepetov, M., Chyu, G., Bagyan, I. and Cutting, S. 
Characterization of csgA, a new member of the forespore-expressed 
o°%-regulon from Bacillus subtilis (184) 133 

Shizuri, Y., see Kawahara, H. (184) 245 

Sickinger, S., see Roder, K. (184) 21 

Stoffler, G., see Haas, H. (184) 33 

Strauss, D., Elroy-Stein, O. and Ehrlich, R. 
Adenovirus Ela interferes with expression of vaccinia viral genes 
(184) 279 

Sugane, K., see Liu, D.-W. (184) 221 

Szepan, U., see Chai, S. (184) 251 


Taylor, K.A., see Donnenberg, MLS. (184) 107 
Tomita, T., see Anamnart, S. (184) 299 


van Ooyen, A.J.J., see Wery, J. (184) 89 

Venrooij, W.J.V., see Nelissen, R.L.H. (184) 273 

Verdoes, J.C., see Wery, J. (184) 89 

Vicient, C.M. and Martinez-Izquierdo, J.A. 
Discovery of a Zdel transposable element in Zea species as a conse- 
quence of a retrotransposon insertion (184) 257 

Viney, L., see Champagne, A.-M. (184) 65 

Vorce, R.L., see Liao, L. (184) 39 


Walker, D.H., see Yu, X.-J. (184) 149 
Wei, L.-N., see Chinpaisal, C. (184) 237 


— 


Wery, J., Gutker, D., Renniers, A.C.H.M., Verdoes, J.C. and van 
Ooyen, A.J.J. 
High copy number integration into the ribosomal DNA of the yeast 
Phaffia rhodozyma (184) 89 

Wolf, S.S., see Roder, K. (184) 21 

Wong, C., see Lednicky, J.A. (184) 189 

Wrede, A., see Hennecke, M. (184) 263 


Yamada, Y., see Anamnart, S. (184) 299 


309 


Yang, H., Saitou, T.. Komeda, Y., Harada, H. and Kamada, H. 
Arabidopsis thaliana ECP63 encoding a LEA protein is located in 
chromosome 4 (184) 83 

Yang, S. and Parmley, S.F. 

Toxeplasma gondii expresses two distinct lactate dehydrogenase 
homologous genes during its life cycle in intermediate hosts (184) 1 

Yu, X.-J., Crocquet-Valdes, P. and Walker, D.H. ; 
Cloning and sequencing of the gene for a 120-kDa immunodomi- 
nant protein of Ehrlichia chaffeensis (184) 149 


Ziman, M., see Kay, P.H. (184) 45 


— 


